Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.039; wR factor = 0.110; data-to-parameter ratio = 17.9.
In the title compound, C 25 H 15 Cl 2 N, the benzo[h]quinoline system exhibits an approximately planar conformation with an r.m.s. deviation of 0.0202Å and a maximum deviation of 0.039 (1) Å . The aryl group at position 2 is nearly coplanar with the parent ring [dihedral angle = 6.68 (7) ] while the parent ring and the phenyl subsitituent at position 4 form a dihedral angle of 67.11 (4) . Intermolecular C-HÁ Á Á interactions stabilize the crystal packing.
Related literature
For the uses of metal complexes of benzo[h]quinoline as electronic materials and organic electronic devices, see: Cho et al. (2010) . For the medicinal uses of benzo [h] quinoline and its complexes, see: Pantoom et al. (2011); Liu et al. (2011) . For the preparation of the title compound, see: Zhang et al. (2010) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1, Cg2 and Cg3 are the centroids of the C20-C25, C14-C19 and N1/C1/C10-C13 rings, respectively. Besides, They can also treat Alzheimer's disease. These properties arouse our interset in the relationship between their structures and activities. During the synthesis of benzo[h]quinoline derivatives, the title compound, (I) was isolated and its structure was determined by X-ray diffraction. Herein we shall report its crystal structure. The molecular structure of (I) is shown in Fig. 1 . In the molecular structure, the benzo[h]quinoline exhibits a planar conformation with RMS of 0.0202Å and the largest deviation is 0.039 (1) Å. The 3,4-dichlorophenyl is almost coplanar with benzo[h]quinoline, since the dihedral angle between them is only 6.68 (7)°. The parent ring and the phenyl subsitituent at position 4 form a dihedral angle of 67.11 (4)°. In addition, there is a non-classical intramolecular hydrogen bond (C19-H19···N1). The crystal packing is stabilized by the intermolecular C-H···π interactions (Fig. 2 , Table 1 ).
The title compound was synthesized according to the reported procedure (Zhang et al., 2010) . Under an air atmosphere, a 10 ml of sealable reaction tube equipped with a magnetic stir bar was charged with an 3,4-dichlorobenzaldehyde (1.00 mmol), naphthalen-1-amine (1.00 mmol), and the mixture was heated and stirred in an oil bath at 333 K for 1 h. Then FeCl 3 (16.2 mg, 0.10 mmol), ethynylbenzene (1.10 mmol) were added. The reaction mixture was then stirred in an oil bath at 393 K until the substrates were consumed completely (about 12 h), and then it was cooled to room temperature and the solvent was evaporated, the residue was purified by flash chromatography(hexane/AcOEt = 15:1) to afford the desired product.The single-crystal suitable for X-ray diffraction was obtained through the evaporation of ethanol solution.
Refinement
All H atoms were placed in calculated positions, with C-H = 0.95 Å, and included in the final cycles of refinement using a riding model, with Uĩso~(H) = 1.2U~eq~(parent atom). Fig. 1 . The structure of (I), showing 30% probability displacement ellipsoids and the atomnumbering scheme. Cg1 is the centroid of the ring of C20/C21/C22/C23/C24/C25. Cg2 is the centroid of the ring of C14/C15/C16/C17/C18/C19. Cg3 is the centroid of the ring of N1/C1/ C10/C11/C12/C13. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.52078 (4) 0.42736 (4) 1.09062 (2) 0.03323 (13) Cl2 0.56082 (4) 0.57108 (5) (9) 0.0021 (7) 0.0023 (7) −0.0014 (7) C4 0.0302 (9) 0.0294 (9) 0.0339 (9) 0.0042 (7) 0.0059 (7) −0.0066 (7) C5 0.0343 (9) 0.0322 (9) 0.0292 (9) −0.0019 (8) 0.0046 (7) −0.0052 (7) C6 0.0278 (9) 0.0296 (9) 0.0298 (9) −0.0028 (7) −0.0002 (7) 0.0016 (7) (9) 0.0042 (7) 0.0050 (7) −0.0027 (7) C16 0.0329 (9) 0.0313 (9) 0.0291 (9) −0.0019 (7) 0.0024 (7) −0.0055 (7) C17 0.0235 (8) 0.0284 (9) 0.0302 (9) −0.0026 (7) −0.0022 (7) 0.0029 (7) C18 0.0228 (8) 0.0214 (8) 0.0314 (9) 0.0013 (6) 0.0060 (7) 0.0008 (7) (7) 0.0052 (8) C24 0.0345 (9) 0.0256 (9) 0.0399 (10) 0.0085 (7) 0.0096 (8) 0.0018 (7) C25 0.0252 (8) 0.0253 (8) 0.0324 (9) 0.0021 (7) 0.0073 (7) 0.0036 (7) Geometric parameters (Å, °) 
Hydrogen-bond geometry (Å, °)
Cg1, Cg2 and Cg3 are the centroids of the C20-C25, C14-C19 and N1/C1/C10-C13 rings, respectively. 
